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TIME AN E 1 ZAHIMNE 2,3
12:00-14:00 A7otH| HEXZ X S5, ZAEH 2%
14:00-15:00 Oral Poster Presentation by Future Generation Oral Poster Presentation by Future Generation
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15:00-15:30 o !
Ar=]: &4 Z(0r==LH)
7|ZZ4E 1. AFSl: 2B (R ML) / 218 ZR 8| (TR
1A, Proteostasis and aging-associated diseases
15:30-16:05 =22 (420h)
16:05-16:30 AFEI & 5l Break Time
[Symposium 1.] Biochemistry and Structural Biology [Symposium 2.] Novel Biotechnology
Ab2]: SHH|RH(KAIST) / ZHE: &0 (FATH) ARl S (d2teh) [ ZE &712 (22 ch)
Molecular anatomy of Ubr1 N-recognin: . . . .
16:30-16:55 | the first characterized E3 ubiquitin ligase Plant n;lglecular biofarming: Eternal life with gods
S3477(T24cH) Q&)
Al-driven de novo design of mini protein binders as ‘o . . .
16:55-17:20 | functional GPCR antagonists 'tll'?j\c:v_grds in-vivo deep tissue imaging
X4 (HM|CH) SIEEZ(UNIST)
Mechanistic studies of the 26S proteasome and Plant-derived nanovesicles:
17:20-17:45 | their therapeutic applications Revolutionizing osteoporosis prevention
O| 2IXH (M ZLCH) X2 (=EE=)
Structural insights into the opening mechanism of Writing and reading genomes: Functional genomics study
17:45-18:10 | human Cx43/GJA1 gap junction channel with CRISPR and single-cell sequencing
LTHE(IBS) 21514 (storch)
18:10-18:20 152
18:20-20:00 S 0|5 (ME H2)
20:00-22:00 Pl Meeting
(=)
20254 12& 18(F)
08:00-09:30 Sto|& O|S(ME H2)
[Symposium 3.] Multiomics and Data Science [Symposium 4.] Organoid and Developmental Biology
Atel: @ HE(ZRICH) / 218 HXIZ(KAIST) AFS: £|ZIS(GIST) / &t M S(1CH)
Unraveling autism-associated gene networks using single-cell | Multilayered molecular and cellular mechanisms underlying
09:30-09:55 | RNA-seq foundation models intestinal epithelial regeneration
orZEE(12qch) ZEE (L)
Cataloging our second genome — towards a complete map of | Emerging Evo-Devo model systems: Insights into genomics
09:55-10:20 | the human microbiome and regeneration from Lophotrochozoa
O 1A (HMICH) ZdT(E=0)
Metabolomics profiling for anti-obesity drug development Convergent phenotypes and divergent mechanisms in cranial
10:20-10:45 | 54 suture development
Single-cell multi-omics reveals novel cell populations and key Mechanical requlation of lineage specification
10:45-11:10 | transcriptional regulators in disease pathogenesis xt%(2l(POSTE gH ge sp
YER|2HGIST) SHE(POSTECH)
11:10-11:25 Break Time
J|=dd 2, AtB|: A (M Rit) [ ZHE: BE (4 2oich)
11-95-12:00 Leukocyte Specific Protein (LSP)-1 regulation of lymphocyte functions
SOTEEY ) Aot ghsaly)
[HHAMOJLE1.] G &]oto] [ZHAMIO[LL2.] 27H0|EAIO[AA ()
EHE S1X|H (OF=LH) A fST(EA)
SCODA: An automated single-cell RNA-seq data analysis pipeline .
12:00-12:40 | for discovering disease-specific marker and therapeutic target Iaa;eflt trendg acnf (f)u;u}r\e:f CIEFIARI AT )
S48l (Er=0kSh / (@) AAHotol2) B (27L=0I=AOIA ()
12:40-13:40 AR YWH
[Symposium 5.] Immunology and Inmuno-therapy [Special Session]
Ar=]: BFX|2HGIST) / 2Hah: 2 (HT2t) g HE(=TO{CH)
It UME SHOE NS =Y Aol 5! KDDF A7
Neuron—glia crosstalk: targeting neuroinflammation for Bl Ol (2THAIQETH AL T
13:40-14:05 | disease-modifying therapy in neurodegenerative diseases
ZHEHRI(KAIST) [Symposium 6.] Drug development and Novel Modalities
Ab=l: BFodX| (Ot=Lll) / ZHE: &7t (s AH)
The immune odyssey: From peptides and molecules to In Silico approaches for data-driven drug discovery and
14:05-14:30 | the hope of healing development
E| &= (OF==CH) O|X|& (K-MEDI hub)
Role of ETV5 in follicular helper T cell differentiation and . .
14:30-14:55 | lupus pathogenesis S}IEHCBS“:S'?; il;;rgg?;tg Qzargets in cancer
Immunoregulatory role of ROS-sensing Nrf2 in T cell Advancing organ-selective mRNA delivery via nanomedicine
14:55-15:20 | responses design
SELHEACH) 2ZQ (I
15:20-15:40 Break Time
Building a Stable Future: A Practical Guide for Researcher
xEh ZES|(SH20)
Joreos | AEIEQS BRE ARKES oI5t S5 T
15:40-16:05 210] siz|Ab
. HEF LM 2P = ARXE flet HE 710|=
16:05-16:30 E2Z MDAt
16:30-16:40 Break Time
[Symposium 7.] HAEI 2|0} AFRATH [Symposium 8.] HIO| 22|27 |=THLAF ATt
Ab=l: SLHS (S AMICH) / =HE: d S/(OFTH) A2l RIM(SE) / ZHa: FSEH(SHLTH)
, - . Heart cell atlas enables to predict disease severity and
16:40-17-05 Tov(\Dlards a 'perfect’ spinal cord on a dish drug response
&S (=) Az (S M)
Therapeutic targeting of MicroRNA-Regulated Endo-MT
AAV engineering and application to reverse genetic screening | pathways
17:05-17:30 | of rodent behavioral phenotypes 5127 M (Z L)
=[etZ(DGIST) . . . . e
Leveraging omics data to identify drug repositioning
candidates for cardiomyopathy
o e . SHAH A
17:30-17-55 gﬂ'oﬁalfﬂmf ngeds in EGFR mutant NSCLC OS5 (L ALTH)
DoE(:l OA—IE%EI) . . e .
Cell therapeutics for myocardial infarction based on hPSC-
derived multicellular spheroids
. : " . HE & (7H=2I0H)
Novel cancer therapeutic strategies: Exploiting the achilles’
17:55-18:20 | heel of evolutionary drug resistance E3 Ligase-mediated regulation of vascular calcification:
ZH3(HH=CH) Integrating ubiquitination and PARP-1-Neddylation pathways
= i (He)
18:20-19:00 4 0|5 (ME H2)
St aEEkA| oLt 5 AZ (& Hoich)
19:00-19:30 @FZI2[oHIEEX|
19:30-21:30 globxt Ol EHTY

08:00-09:30 St2|E Ol (ME HA
[AIZID}SHR} SHEE 1. [&IZIaext 2E 2.]
g &l Z(222qch), 2 M+ (POSTECH) I A (g7 etl), d-E<(22so)
Integrative nanotechnology for targeted cancer therapy: Defining the roles of macrophages in vascular development
09:30-09:45 | Platforms and combinations using organoid and computational approaches
MM (FS0H) 24X (OF2=CH)
Human PSC-derived hematopoietic development for modeling | Development of advanced diagnostic Technologies with
09:45-10:00 | human disease CRISPR-Cas systems
Mo A (G E) SAHA (M 2HH)
Replacing microalia to treat a brain disease Recreation of disease-related events using patient-derived
10:00-10:15 ogxl - 9 9 intestinal organoids
FETI (1) AT (S AMICH)
Regulation of snail protein stability in cancer metastasis: Axonal transport and In vivo organelle dynamics
10:15-10:30 | Proteasomal and chaperone-mediated autophagic pathways in the pathogenesis of neurodegenerative diseases
K71 (B A=) A o (RAITH)
Distributed processing for value-based choice by prelimbic Scalable triple-modality single-cell technology:
‘ ‘ L2 : . h - . A platform for simultaneous detection of CRISPR guides,
10:30-10:45 | circuits targeting anterior-posterior dorsal striatal subregions t iot d epit
|51 (Bh2ich transcripts and epitopes
e (2rEit) ST (21 H|H)
In vivo partial reprogramming as a strategy for Biophysical and molecular mechanisms of auditory hair cell
10:45-11:00 | tissue regeneration mechano-transduction
AF0|(=ZHoch) do2|(F=Ch)
The development of peptide therapeutics by utilizing .
11:00-11:15 | transporter-mediated endocytosis Eli\:googﬂint of nonviral vectors for mRNA therapy
A () S EEH(SEH)
11:15-11:35 Break Time
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